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Phosphatidylinositol 


Thrombosis 


Proton 


Testosterone 
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Serum Albumin 


Lysine 


Cytochrome 


Cyclic AMP 


Glucocorticoid 
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Interferon 
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Leukemia 


ALB 


Methylation 
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Protein-Tyrosine Kinase 


PLP2 


HSPA4 


Endothelin-1 


Gadolinium 
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Trisomy 
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Xanthine Oxidase 
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Ganglioneuroblastoma 


Bioflavonoid 


RRM1 


GATA3 


Hemangiosarcoma 
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CATALYTIC SUBUNIT DNA-ACTIVATED PROTEIN Kl 
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ANXA2 


AMYLOID BETA A4 PRECURSOR PROTEIN 


TAP1 


TPO 
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Ganglioglioma 


ZAP70 


Sodium Iodide 


[Heparinoid 


COLONY-STIMULATING FACTOR 1 RECEPTOR 


Histone acetylation 


SMALL CELL CANCER OF THE LUNG 
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Etretinate 


alpha-Linolenic Acid 


Gingival Hyperplasia 


GTPase-Activating Proteins 
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Low-Grade Lymphoma 


Osteopetrosis 
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ANGIOGENIN 


BETA-1 GAP JUNCTION PROTEIN 


[Dimethylhydrazine 


Seborrheic Keratosis 
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Hypomethylation 
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PAPILLARY THYROID CARCINOMA 


Carboxymethylcellulose 


Cardiomegaly 


MALIGNANT MESOTHELIOMA 
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Clotrimazole 
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GRAVES DISEASE 
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ALPHA-1 TYPE II COLLAGEN 
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Neurofilament Proteins 


Benzoic Acid 


EPHRIN RECEPTOR EphA3 
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Methimazole 


Antiporter 


SECTM1 


Hypokalemia 
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Hypertriglyceridemia 


Blast Crisis 


Pepstatin 


Cytokinin 


Rabies 


Histiocytosis 


HFE 


alpha-Glucosidase 


Protein Precursors 


Hernia 


Ubiquinone 


Benzidine 
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T-LYMPHOCYTE SURFACE CD2 ANTIGEN 
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Thromboembolism 


Polynucleotide 


Cytidine 


Cholic Acid 


KNG 


Daunorubicin 


Metoclopramide 


Mineral Oil 


Erythema Nodosum 


Hydroquinone 


Tetanus Toxoid 


Uracil 


Chromosome Aberrations 


Insecticide 


Duodenal Ulcer 


Fades 


Ethane 


Thrombocytopenic Purpura 


Benzimidazole 


Catechol 


Aminoglutethimide 


Ribonucleotide 
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Object name 


Glucose-6-Phosphatase 


Nucleoprotein 


IGBP1 


Glucoside 


AMYOTROPHIC LATERAL SCLEROSIS 1 


Galactosamine 


Gluten 


Urinary Incontinence 


Subtiiisin 


CD19 


Alkalosis 


Miconazole 

i 


Nicardipine 


Protein Deficiency | 


Lactic Acidosis 


Purine Nucleotides 


Nitroglycerin | 


Bronchogenic Carcinoma j 


Cholate 


Enalapril 


Cannabinoid 


Fc Receptors 
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Vertigo 


lodoaceticAcid 


Inositol 1,4,5-Trisphosphate 


Cholecystitis 


Thrombophlebitis 


Tolbutamide 


Dipyridamole 


IRAK1 


Hydralazine 


ALPHA PROTEINS 


Pyridoxal 


Palm'rtic Acid 


CD57 


Nimodipine 


Cardiac Glycosides 


Muscle Proteins 


Metyrapone 


GLUTATHIONURIA 


Periodontal Disease 


Aflatoxin B1 


Cyclophilin 


Dextran Sulfate 
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Gliosis 


Pancuronium 


Pregnenolone 


Malate Dehydrogenase 


Diphtheria 


Carrageenan 


Cesium 


Polymyxin B 


Leprosy 


Fluorine 


Camptothecin 


Autolysis 


Capsaicin 


DOWN SYNDROME 


Naproxen 


NTS 


Antacid 


Dehydroepiandrosterone Sulfate 


Acetazolamide 


Prolapse 


Methyitransferase 


Thromboxane A2 
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alpha 1 -Antitrypsin 


Immune Sera 


Reserpine 


Sinusitis 


Nicotinic Acids 


Mitoxantrone 


SHORT STATURE 


Leukocytosis 


TOP1 


Ligase 


Gynecomastia 


Digoxin 
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Guanosine Triphosphate 
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Cerebral Infarction 



181/184 O 

■ 

CD 



2 sigma 


-1J3 


-1.73 


-1.73 


-1.73 


-174 


-1.74 


-1.74 


ID 


-1.75 


-1.75 


-1.75 


-1.76 


-1.76 


-1.76 


-1.76 


-1.77 


-1.77 


-1.77 


-1.77 


-1.78 


-1.78 


-1.79 


Obs/Exp. 


O 

• 


p 


o 

• 


p 


CO 

o 

• 


CD 
O 


CO 

o 

• 


to 

o 

• 


LO 

o 

• 


LO 

o 

• 


LO 

o 

• 


3 


s 

ft 


S 

• 


3 


CO 

o 

• 


CO 

o 

• 


CO 

p 


CO 

o 

• 


CM 
O 


CM 
O 

• 


p 


c_> 

CD 
Q- 
X 
LU 


2.64 


I 2.86 


2.42 


2.94| 


3.18 


2.80 


3.39 


2.54 


3.38 


3.40 


2.62 


CO 
CO 


3.33 


2.86 


3.60 


1.92 


3.73 


3.63 


3.29 


2.89 


3.09 


3.36 


Quality 


2.82 


! 3.06 


2.58 


3.13 


3.38| 


I 2.97 


3.58 


2.67 


LO 

to 

CO 


3.57 


2.74 


3.58 


3.48 


2.98 


3.75 


1.98 


3.84 


3.72 


3.37 


2.96 


3.16 


3.40 


=**= 






































rr 








Object name 


CP1 


Thiocyanate 
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Tritium 
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Object name 


Anorexia 


Hemolysis 


Haioperidoi 


Enterotoxin 


Bicarbonate 
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Hypotension 


Enkephalin 


Penicillin 


Potassium Channels 
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